Supplementary Materials Figure S3: Hierarchical clustering of the RODW-5 isolate and the studied common yeast strains according to the changes in the content of phenolic compounds following RODW fermentation. The dendrogram was constructed using the nearest neighbor algorithm and based on data for the relative changes in phenolic compounds in the extract of fermented RODW compared to a control extract of unfermented RODW, presented in Table 1.
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