Tryptophan -

Oxoadipate -

N"-Formylkynurenine -

Mandelonitrile -

Kynurenic acid -

Indolelactic acid -

Indoleacetaldehyde -

Indole—-3-acetate -

Indole -
Acetyl-N-formyl-5-methoxykynurenamine -
6-Hydroxymelatonin -
5-Hydroxykynurenamine -
5-Hydroxyindoleacetylglycine =
5-Hydroxyindoleacetic acid -
5-(2"-Carboxyethyl)-4,6—Dihydroxypicolinate -
3—Methylindole -

Tryptophan -

Oxoadipate -

N"=Formylkynurenine -

Mandelonitrile =

Kynurenic acid -

Indolelactic acid -

Indoleacetaldehyde -

Indole—3-acetate -

Indole -
Acetyl-N—-formyl-5-methoxykynurenamine -
6-Hydroxymelatonin -
5-Hydroxykynurenamine -
5-Hydroxyindoleacetylglycine -
5-Hydroxyindoleacetic acid -
5-(2"-Carboxyethyl)-4,6—Dihydroxypicolinate -
3-Methylindole -

Tryptophan -

Oxoadipate -

N"-Formylkynurenine =

Mandelonitrile =

Kynurenic acid -

Indolelactic acid -

Indoleacetaldehyde -

Indole—3-acetate -

Indole -
Acetyl-N-formyl-5-methoxykynurenamine -
6-Hydroxymelatonin -
5-Hydroxykynurenamine -
5-Hydroxyindoleacetylglycine =
5-Hydroxyindoleacetic acid -
5-(2"-Carboxyethyl)-4,6—Dihydroxypicolinate -
3-Methylindole -

Tryptophan -

Oxoadipate -

N"-Formylkynurenine -

Mandelonitrile =

Kynurenic acid -

Indolelactic acid -

Indoleacetaldehyde -

Indole-3-acetate -

Indole -
Acetyl-N—-formyl-5-methoxykynurenamine -
6-Hydroxymelatonin -
5-Hydroxykynurenamine -
5-Hydroxyindoleacetylglycine -
5-Hydroxyindoleacetic acid -
5-(2"-Carboxyethyl)-4,6—Dihydroxypicolinate -
3-Methylindole -

Combined (99.69 %)

msp_002.core (Roseburia faecis) 72.50 %

msp_012.core (Roseburia intestinalis) 63.12 %

msp_088.core ([Eubacterium] rectale) 10.62 %
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msp_046.core ([Eubacterium] rectale) 97.19 %
|

msp_226.core (NA) 68.12 %

msp_032.core (Roseburia sp. 831b) 55.31 %

msp_334.core (Roseburia inulinivorans) 4.69 %
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msp_137.core (Roseburia inulinivorans) 85.31 %

msp_112.core (NA) 66.25 %
|
|

msp_148.core (Roseburia faecis) 30.31 %
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msp_051.core (Roseburia hominis) 83.44 %

msp_025.core (NA) 64.69 %

0,
msp_209.core (NA) 22.50 % Neutral
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