Combined (99.69 %) msp_214.core ([Eubacterium] hallii) 95.62 %

Tyrosine -
Succinate -
Pyruvate -
Phenylethyl alcohol -
Phenylalanine - ]
Phenylacetylglycine -
Phenylacetaldehyde -
p—Hydroxyphenylacetic acid -
Hydrocinnamic acid -
Hippurate -
Fumarate -
Coumarate -
Acetyl-Phe -
Acetyl-N—-formyl-5-methoxykynurenamine - ]
3-(3-Hydroxyphenyl)propanoic acid -
2-Phenylacetamide -

msp_085.core (NA) 68.12 % msp_255.core ([Eubacterium] hallii) 53.12 %

Tyrosine -

Succinate -

Pyruvate -

Phenylethyl alcohol -

Phenylalanine -

Phenylacetylglycine -

Phenylacetaldehyde -

p—Hydroxyphenylacetic acid -

Hydrocinnamic acid -

Hippurate -

Fumarate -

Coumarate -

Acetyl-Phe -
Acetyl-N-formyl-5-methoxykynurenamine - ]

3—-(3-Hydroxyphenyl)propanoic acid -

2-Phenylacetamide -

msp_276.core ([Eubacterium] eligens) 24.06 % msp_182.core (NA) 22.19 %

Tyrosine -

Succinate -

Pyruvate -

Phenylethyl alcohol -

Phenylalanine -

Phenylacetylglycine -

Phenylacetaldehyde -
p—Hydroxyphenylacetic acid - ]
Hydrocinnamic acid -
Hippurate -
Fumarate -
Coumarate =
Acetyl-Phe -
Acetyl-N-formyl-5-methoxykynurenamine -
3-(3-Hydroxyphenyl)propanoic acid -
2-Phenylacetamide -

1sp_205.core (Eubacterium coprostanoligenes) 7.19 9 sp_328.core (Clostridiales bacterium VE202-21) 5.31
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3-(3-Hydroxyphenyl)propanoic acid -
2-Phenylacetamide -
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msp_053.core ([Eubacterium] eligens) 83.12 %

msp_104.core (NA) 26.88 %

msp_238.core (NA) 18.75 %

msp_175.core (NA) 3.12 %
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msp_290.core (Eubacterium ramulus) 81.88 %
|
]

msp_186.core (NA) 24.69 %

sp_329.core (Clostridiales bacterium VE202-21) 9.06 Neutral

. Positive

msp_289.core (NA) 1.25 %
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