
msp_219.core (NA) 1.56 % msp_150.core (Lachnospiraceae bacterium 6_1_37FAA) 1.25 %

msp_030.core (NA) 32.81 % msp_302.core (NA) 11.88 % msp_042.core (Coprococcus eutactus) 9.38 %

Combined (96.25 %) msp_213.core (Coprococcus comes) 94.06 % msp_013.core (Coprococcus eutactus) 49.38 %
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