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HMDB0001898: Mesobilirubinogen
HMDB0062332: N−Docosahexaenoyl GABA
HMDB0002522: Chenodeoxycholic acid sulfate
HMDB0001858: p−Cresol
HMDB0011635: p−Cresol sulfate
HMDB0030327: Perlolyrine
HMDB0004259: Acetyl−N−formyl−5−methoxykynurenamine
HMDB0000764: Hydrocinnamic acid
HMDB0002381: N−Acetylcystathionine
HMDB0059997: Dihyroxy−1H−indole glucuronide I
HMDB0125210: 2−oxo−3−(3,4,5−trihydroxyphenyl)propanoic acid
HMDB0004309: Triterpenoid
HMDB0000466: 3−Methylindole
HMDB0001855: 5−Hydroxytryptophol
HMDB0059732: 2−(2−Phenylacetoxy)propionylglycine
HMDB0059767: Tetrahydro−2,5−furan−diacetic acid
HMDB0000907: Sulfolithocholic acid
HMDB0004094: Indoxyl
HMDB0010336: Epinephrine glucuronide
HMDB0001250: N−Acetylarylamine
HMDB0000714: Hippuric acid
HMDB0038182: 4,7−Dihydro−5−(4−methyl−3−pentenyl)−1,2,3−trithiepin
HMDB0029683: 2−Hydroxy−6−pentadecylbenzoic acid
HMDB0001970: 3−Methyluric acid
HMDB0004400: 5−Acetylamino−6−amino−3−methyluracil
HMDB0003072: Quinic acid
HMDB0029175: 3'−O−methyl−(−)−epicatechin
HMDB0060013: O−methoxycatechol−O−sulphate
HMDB0013070: Sinapyl alcohol
HMDB0001097: Protoporphyrinogen IX
HMDB0062551: 4−Ethylphenylsulfate
HMDB0059911: Paracetamol sulfate
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Alkaloids and derivatives
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Lipids and lipid−like molecules
Organic acids and derivatives
Organic nitrogen compounds
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