How to annotate with brat



Use chrome or Safari browser only

http://temu.bsc.es/ECO/brat/



Welcome to the brat annotation tool!

Below is a mini-tutorial for basic usage. For detailed instructions, please see the brat user manual.

Selecting a document

After closing this tutorial, you will see the collection browser, which allows you to access the different text collections
and individual documents in those collections on your brat installation. Simply double-click on a collection name to
show its contents or on a document name to open it.

You can later return to the collection browser by pressing the TAB key or by clicking on "Collection” in the menu.

Visualization

When a document is selected, the main window area shows a visualization of the text and annoctations of that
document. Placing the mouse cursor over an annotation shows further information about that annotation.

Menu

Placing the mouse cursor over the blue bar on top of the window opens the tool menu. This provides access to the Dismiss
following features:

Collection: collection browser

Data: export annotation data

Search: search current document or collection
Options: system configuration options

Login: log in for editing

OK
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- Choose a document to annotate

Hover mouse over blue bar (upper left side)

Click on Collection
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RESULTS
Isolation of DMNA fragments associated with FNR in mid-log phase E.coli

Cur aim was to use ChIP to measure the distribution of FNR across the chromosome of growing E.coli cells,

To do this, we exploited strain JCBE1011 whose fnr gene had been previously modified to encode FMR with a C-terminal 3x FLAG tag (10).
Supplementary Figure 3A shows a western blot of total protein from strain JCBE1011 and its parent, MG1655, probed with anti-FLAG or anti-FNR
antibodies.

The results show that intracellular levels of wild-type FMR and the FNR-3x FLAG fusion protein are similar and that the anti-FLAG antibody does not
cross-react with other proteins.

To check that the activity of FMR was unaffected by the 3x FLAG tag, we compared expression of five FNR-dependent promoters in JCB1011 and
MG1655 (Supplementary Figure 3B) and anaerobic growth of the two strains (Supplementary Figure 14).

The results of these tests argue that the function of FMR is unaffected by the tag.

Thus, JCB1011 and MG1655 cells were grown anaerobically in LB glucose medium to an 00650 of ~0.4, cultures were treated with formaldehyde, and
cellular DMA was extracted and sonicated, yielding DMNA fragments of ~500-1000 bp.

After immunoprecipitation with anti-FLAG antibodies, DMNA fragments from JCB1011 or control MG1655 cells were purified, labelled with Cy5 and Cy3,
respectively, mixed and hybridized to the microarray.

After washing and scanning, the Cy5/Cy3 signal intensity ratio was calculated for each probe.

In parallel, the experiment was repeated using aercbically grown cells.

Complete datasets are shown in Supplementary Table 1.

Figure 1A gives an overview of the profile for FMR binding and some examples are shown in Figure 1B.

Peaks for FNR binding are discrete and easily distinguishable from the background signal.

Identification and sequence analysis of FNR targets

Brat displays the text of the selected document
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Another document or logout
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When done with document, hover
mouse on blue bar (left side). Can use
arrows to move to another document.
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When done annotating for the session,
hover mouse on blue bar (right side) and
logout.




