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Full genome PIP profile
Ref: Hum_SARS−CoV−2_Whu1
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Bat_SL−CoVZC45 (87.87%)
Bat_SL−CoVZXC21 (87.62%)
Bat_RaTG13 (96.07%)
Hum_SARS−CoV_Frankfurt_1 (79.54%)
Png_GX−P1E_2017/2020 (85.41%)
Bat_Yu−RmYN02_2019 (93.71%)
Png_Gu1_2019 (90.27%)


