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Data curation

o Tekle, et al. (2018) F1000Res
https://nels.bioinfo.no/ github.com/elixir-no-nels/nels-core
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https://nels.bioinfo.no/

NelLS
EE (1) Feide aagunno

@ E Fej-de ola@uib.no T l

_=' nor Seq . My Projects NeLS Flexible work
_ . on active data u
L Norwegian e-Infrastructure for Life Sciences

l Data curation

¢

AT
L|_'F91de ola@uib.no T

~

S~ JJJMJJJ MetaboLights

©,0) Structured ! !
iy N

SEEK |V Bt data to keep
“AAENA

UNIKETT
D European Nucleotide Archive PPIDE
Tekle, et al. (2018) F1000Res NIRD RESEARCH DATA ARCHIVE @ArrayExpress

https://nels.bioinfo.no/  github.com/elixir-no-nels/nels-core

a & D

-_—r’ sy’

-_—r’ e’
Iy



https://nels.bioinfo.no/

NelLS
EE (1) Feide aagunno

@ m Fej-de ola@uib.no T l

Zp nor se : Flexible work
» . My Projects | NeLS . 22
Months _!_ — S— on active data
orwegian e-Infrastructure for Life Sciences

l Data curation

Days - weeks

¢

AT
L|_'F91de ola@uib.no T

©,0) Structured ! !

Years SEEK [NIEEEES data to keep
A ENA

UNIETT
Decad es D European Nucleotide Archive PPIDE
B Tekle, et al. (2018) F1000Res NIRD RESEARCH DATA ARCHIVE @ArrayExpress

https://nels.bioinfo.no/  github.com/elixir-no-nels/nels-core

Bioinfo @7

~

Ssal I} JJM]JJ MetaboLights

a & D

-_—r’ sy’

-_—r’ e’
Iy



https://nels.bioinfo.no/

NelLS - Accessibility
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Data Analysis in NeLS

O Available Pipelines

l‘ ﬁ Search:

Analysis Workflows = 4 (= elS
Category Description Galaxy Modes

+ DNA-Seq @
— Metagenome %

T ic classification of . N .
axonomic classiiication © Taxonomic classification of paired shotgun

t . . ]
metagenomic sequences elLS metagenomic sequence; pased on % E
(Paired-end) prediction of reads containing 165 rRNA

—  RNA-Seq '3. B @

+  Eukaryote RNA-Seq workflows ,"Ed B

+ LiceBase RNA-Seq workflows f@

https://nels.bioinfo.no/
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NelLS - Getting Access
NeLS

Norwegian e-Infrastructure for Life Sciences

Typically > 1TB data
Free for reqular sized projects
Allocation through Helpdesk: contact@bioinfo.no

Direct upload through Norseq facilities

https://nels.bioinfo.no/pages/user-terms.xhtml
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) Comparative genomic hybridization
O RNA
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e e s < 20 Integration

Norwegian e-Infrastructure for Life Sciences SEEK

CQ) Reference data in NeLS in SEEK

l ]' Access data in NeLS through SEEK

o 4 I Save Metadata to SEEK through NelLS
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BILLY — Tape Backup

Y. Storage on tape — min 4MB/file — 3 copies

@ Geo-replication

1 TB 250NOK/yr in 5oTB chunks = bs.uib.no

https://it.uib.no/Billy
https://bs.uib.no/
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TSD - National sensitive data service

Maximum classification
2-factor authentication

Attached HPC resources

https://www.uio.no/english/services/it/research/sensitive-data/index.html
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TSD - National sensitive data service
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TSD — National sensitive data service
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TSD - National sensitive data service
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TSD - Getting Access
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User contribution model (non UiO: min 15kNOK/a)

Subsidized access through Sigmaz calls

Free storage quotas through NelLS

https://www.uio.no/english/services/it/research/sensitive-data/access/prices/
https://nels.bioinfo.no/
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