STORMS Checklist for "Sugar-rich foods exacerbate antibiotic-induced microbiome disruption" by Dai et al.

Version: 1.03
Number Item Recommendation Item Source Additional Guidance |Yes/No/NA | C. or I in ipt
Abstract
1.0 Structured or Unstructured Abstract should include STORMS Yes Unstructured abstract
11 Study Design State study design in abstract. | STORMS See 3.0 for addifonal | Yes Cohort study
n sty
1.2 Sequencing methods State the strategy used for STORMS fzgeﬁﬁm;“en‘afge‘ed Yes targeted 16S amplicon sequencing
1.3 Specimens Describe body site(s) studied. | STORMS Yes fecal microbiome
Introduction
l 20 [Background and Ratlonale[ Summarize the U"“?”Y"‘Q STORMS [ [Yes [
l 21 [Fypotheses [State the pre- sxecu'redd [SToRwS | [Yes |
Methods
30 Study Design Describe the study design. STORMS Observafional (Case- Yes Cohort Study
Control Cohy
31 Participants State what the Populal'\gndu:’ STORMS Examples of’thf . Yes Methods, "Patients" subsection
3.2 Geographic location Slale the geogmph‘c fegior‘(s) M|X§i ge’ogfﬂqhic Geographic Yes Methods, "Patients" subsection
33 Relevant Dates State the start and end dates | STORMS Recruftment | the Yes Methods, "Patients" subsection
wwuin_and nerind in whi
3.4 Eligibility criteria Llsl any criteria fof inclusion Modified STROBE | Among P°|e"ﬂa‘ Yes Methods, "Patients" subsection
and evelusinn of racnitad racriiter
3.5 Antibiotics Usage Lis"_:yh'a‘ is KHOW'LHFOU‘ STORMS It D?ﬂ"‘c‘gi:"ls were Yes Fig S5 and zenodo data supplement
36 Analytic sample size | Explain how the final analytic | STORMS Consider use of a flow | Yes Fig. S1
mole size was caleulated diacram (sea temnlat
37 Longitudinal Studies | For longitudinal studies, state | STORMS If there is loss to Methods, "Patients" subsection
how many follnwine wers follow.un_disuse the
38 Matching For matched studies, give Modified STROBE |"Matched" refersto | NA
matchinn criteria matchinn hetwesn
39 Ethics State the name of the et STORMS Yes Methods, "Patients" subsection
4.0 Laboratory methods S‘ha'e “‘Wehlabﬂfﬂlorylcfr\mf STORMS PFOVif‘*E'ﬂlfe:erEf:Ce lf Yes Methds, "Human fecal microbiome analysis" subsection
4.1 Specimen collection State the body site(s) sampled [ MIxS: sample Use terms fromthe | Yes Stool samples were collected from the feces (UBERON:
from and how specimens were | collection device or | Uber-anatomy 0001988) of patients. Feces are the excreted waste
collected. method; host body | Ontology (https://www. L
site ebi.ac. products of the digestive system (UBERON:0001007),
uklols/ontologies/uber formed in the large intestine (UBERON:0000059) and
on) to describe body stored in the rectum (UBERON:0001052) prior to
sites in a standardized defecation
format.
42 Shipping f{escjbe :‘th Saff;ﬂles':vefe STORMS lﬂdude‘lleng'h 7' time | Yes Methds, "Human fecal microbiome analysis" subsection
4.3 Storage D’escr"ibe hO\:V the |albzfﬁf0’(v STORMS State I\:Vhefe elﬂ'Ch' Yes Methods "Fecal microbiome analysis" subsection
4.4 DNA extraction Prc'\:‘ld: DN{*:xtraﬁwnd MYI:<S: nucleic acid | If any DNA ot Yes in the "Fecal microbiome analysis" section
45 Human DNA sequence |Describe V:‘hel‘hff human DNA | STORMS Yes No depletion nor enrichment
4.6 Primer selection PfOVlde primer s Selec‘lon End MIXS: per primers Yes Methods "Fecal microbiome analysis" subsection
4.7 Positive Controls Desc”be any pusmve coﬂtwls STORMS L'used; ihoulr? be NA Methods "Fecal microbiome analysis" subsection
4.8 Negative Controls EQSC:“be any "egaﬂve CO"VO‘S STORMS L'used; S:‘OULd be NA Methods "Fecal microbiome analysis" subsection
4.9 Contaminant mitigation |Provide any ‘EW?WX o STORMS |"C|ude'5 ”‘(Z”"'th)f Yes Methods "Fecal microbiome analysis" subsection
4.10 Replication Describe any biological or STORMS Replication may be Yes Methods "Fecal microbiome analysis" subsection cites
technical replicates included in biological (redundant PMID 37295406
the sequencing, including which biological specimens)
4.11 Sequencing strategy | Major divisions of strategy, MIxS: sequencing | For amplicon Yes Methods "Fecal microbiome analysis" subsection cites
such as shotgun or amplicon | method sequencing (for PMID 37295406
example, 16S variable
4.12 Sequencing methods | State whether exvefimea‘ STORMS ;l'hesf include read | Yes Methods "Fecal microbiome analysis" subsection
413 Batch effects Detail any blocking or STORMS Sources of batch No
uised in study affacts include samnle
414 Metatranscriptomics | Detail whether any mRNA STORMS Provide details on any |NA
was nerformed an internal standard
415 Metaproteomics Detail which protease was used | STORMS Provide details on any |NA
for dinectinn Dravide details nn intarmal standards
4.16 Metabolomics Specify the analytic method | STORMS Provide details on any | NA
uised (such as nuclear mannatic intermal standards
5.0 Data sources/ For each non-microbiome MIxS: host disease | State any sources of | Yes Methods
ariable_incliding the health | statu. notential hias in _ _ _
6.0 Research design for Discuss any ﬁalem‘auﬁf e STORMS 'FhOf Cf”“' :ﬂfef'ence Yes Methods, "Bayesian multilevel model" subsection
6.1 Selection bias Discuss potential for selection | STORMS Selection bias can Yes Discussion, third paragraph
or suryival hias accir when some.
7.0 Bioinformatic and Describe any Iranshrmatil"sns to| STORMS Ifa :’a”ab'e is Yes Methods, "Bayesian multilevel model" subsection
71 Quality Control Describe any methods to MIxS: sequence  |If samples were Methods "Fecal microbiome analysis" subsection cites
identify o filter low quality quality check excluded based on PMID 37295406
reads or samples quality or read depth,
72 Sequence analysis Pesgﬂbelﬂﬂy:?xomm‘a Mle;'eamfe Yes in the "Fecal microbiome analysis" section
73 Statistical methods Describe all statistical methods. ( Modified STROBE D’E’Scz‘be‘?ﬂv’ . Yes Methods, "Bayesian multilevel model" subsection
74 Longitudinal analysis | If the study is longitudinal, STORMS NA
include a section that exnlicitl
75 Subgroup analysis Describe any methods used to | STROBE Yes Figure S10 (pre-transplant subgroup analysis)
7.6 Missing data Explain how missing data were | STROBE "'M‘Ssrl"_'g_ ﬂﬂ"ﬁ" refers | Yes Methods, "Nutrition data collection and annotation"
7.7 Sensitivity analyses Desc"be any sensitivity STROBE Yes Figure S8, S9
7.8 Findings 'Sli:le Cf"'e"ﬂ “Sé::i to select STORMS EOY exﬂmp‘e'» 'a‘s.i Yes Methods, "Bayesian multilevel model" subsection
79 Software Cite all software (including read | Modified STREGA | Installed packages, | Yes Methods
manning sofwar add.ons or librari
8.0 Reproducible research M:kia sta:er:ent a»l?nul STORMS M~ . Yes Data availability statement just before references
8.1 Raw data access State thfe raw datamay be | STORMS Robust, long-term Yes NCBI SRA and zenodo (hnps /lzenodo.
8.2 Processed data access 51aﬁehwh9fe Pmcdessed data [ STORMS Enfﬂtereg t’i‘ata should |Yes NCBI SRA and zenodo (hﬂps //zenodo
8.3 Participant data access | State where individual STORMS If re-categorized, Yes zenodo (https://zenodo. org/records/14538106) as
participant data such as transformed, or detailed in Data availability statement
and other otherwise derived
8.4 Source code access ~|State where code may be STORMS If a standard dor Yes Github repository as linked to in the Data availability
85 Full results Provide ull resus of all STORMS For example, any fold- [No " -
Results
9.0 Descriptive data Give characteristics of study | STROBE Typically reportedina | Yes Table 1
(o diptary tahle inclided in the
10.0 Microbiome data Report desariptive f findings for | STORMS This includes Yes
with all measiires of divarsity
10.1 Taxonomy Identify laxonomy using STORMS If not using full Yes
tavon tavanomic hiararchy
10.2 Differential abundance |Report results of differential | STORMS If there are more than | NA
analysic hy the fwo aroune inclide
10.3 Other data types Reportother data analyzed— STORMS Yes
lic function finctional
10.4 Other statistical analysid Report any statistical data STORMS This could include Yes
analysic nat covered shove cuhnroun analusic
Discussion
11.0 Key results Summarise key results wilh STROBE Yes
refarence o st
12.0 Interpretation Give a caultious overail STROBE Define o clarify any | Yes
i f rasuts cuhiartive terms such
13.0 Limitations Discuss limitations of the study, | STROBE ‘Also consider Yes
taking infn accnunt sourres of limitatinns resulfing
13.1 Bias Discuss any potential for bias to | STORMS May include sampling | Yes
influence study findina mathad.
13.2 Generalizability Discuss the generalisability STROBE To what populations or | Yes
(evtornal validity) of the shidy other seftinne dn vau
14.0 Ongoing/future work Describe potentil future STORMS Yes
cch or ananing research
Other information
15.0 Funding Give the source of funding and | STROBE Yes
the role of the fundere for the
15.1 Acknowledgements Include acknowledgements of |STORMS For general quidelines | Yes
15.2 Conflicts of Interest Inchids 5 conficts of miorest [STORMS Yes
statement
16.0 Supplements Indicate where supplements | STORMS Yes
may he arcassad and what
17.0 Supplementary data Provide supplementary data STORMS Depending on the Yes
 rasults with far al ta: nalusis nerfarmed
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