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Things I learned on day 1…

Stairs are scary Doors are scary
Lots of awesome things are 

happening in OME-land

.ozx

bioformats2raw 0.12.0

OMERO 

developments

Pollen!

Materials

Science!

Fractal

Scripts
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Data resources at EMBL-EBI



Services we offer

• Deposition  (data in)

• Data presentation (data out)

• Data curation, standards, tools, 
global coordination 

EMBL-EBI

databases

The BioImage Archive (& EMPIAR)

• Long term preservation of imaging 
data important to the scientific record

• Provision of data for tool development 
(particularly AI), training, new science

Mission



A deposition database

On publication

Training

Methods 

development
New discovery

More specialised data 

resources, e.g:

• Knowledgebases

• Data portals

• Data reprocessors

EMBL-EBI

databases



From KiB to 
TiB

Free

DOIs for all 
new 

submissions

Data can be 
kept private 

(with reviewer 
access) until 

ready for 
release

Data submission

BioImage Archive



Cumulative count of archive entries

1,379 entries

~40 new entries / month



~64 different countries provide depositions



BIA data reuse: total downloads, download volumes

HTTP: over 2.5PB downloaded 2025 FTP: over 800TB downloaded 2025



Data reuse: website hits, literature citations

Literature hits



Recent developments – new website

https://beta.bioimagearchive.org/

Launched beginning December

https://beta.bioimagearchive.org/


Recent developments – landing pages for images

https://beta.bioimagearchive.org/bioimage-archive/image/2ed865c0-f303-49e6-9f10-dc1d4331454a

With interactive visualisation

https://beta.bioimagearchive.org/bioimage-archive/image/2ed865c0-f303-49e6-9f10-dc1d4331454a


Recent developments – study and image search



Recent developments – an API to find some OME-Zarrs



What about…

The “Publish my data” 

button?



In development: RO-Crate in, RO-Crate out

Outbound: Building RO-Crates for Existing Data

• Generating RO-Crates for all existing BIA & EMPIAR entries
• Structured, linked metadata in a standard packaging format

Inbound: BIA Submission Profile

• Defining an RO-Crate profile for BIA submissions
• Foundation for programmatic submission workflows
• Bundles data, metadata & provenance in a FAIR-compliant 

package

Publish my 

data!



In development: submission system

Joint EMPIAR & BIA System

• Unified submission pipeline for both EMPIAR and BIA
• Built-in curation and review of incoming data
• Programmatic submission supported via RO-Crate

Timeline

• Initial user testing from mid-2026
• Will gradually take the place of both BIA and EMPIAR 

submission systems



In progress: Targetted data curation + wider conversion 

BIA 

database

OME-Zarr Conversion

• All images for selected studies; at least 5 per 
study for as many as possible

• Stage converted OME-Zarr to S3

EMPIAR Conversion Roadmap

• Volume EM → cryoET → SPA

https://beta.bioimagearchive.org/bioimage-

archive/galleries/volumeem

https://beta.bioimagearchive.org/bioimage-archive/galleries/volumeem


API access

Two Core APIs

• Study API: whole studies with summary 
info

• Image API: individual images with fine-
grained filtering

• Both include search; power the BIA website

Status & Testing

• World-accessible, expect breaking changes
• Seeking volunteers for early testing!

BIA

Search API Image API

BIA Website



• Research Infrastructures and 
networks

• Data infrastructures

• Technical and communities 
initiatives

• Individual researchers

: Global Image Data Ecosystem

Enabling bioimage data exchange based on global coordination of technical developments among 
data infrastructures and communities

Our stakeholders



GIDE:BioImaging - a path to global interoperability

• Can we make different bioimaging 

databases interoperable?

• Can we prove we did this through 

shared search? 



GIDE:BioImaging - search

• Single point of 

entry search

• ~1300 datasets, 

over 1.5 PiB of 

open access data

• Four data 

resources covering 

data from around 

the world

IDR BioImage Archive

https://wwwdev.gide-project.org/portal

https://wwwdev.gide-project.org/portal


GIDE:BioImaging: search API

• Full API access to 

search

• Supports further 

portal 

development

• Enables access 

via AI agents

https://wwwdev.gide-project.org/search/search

https://www.gide-project.org/search/search


GIDE:BioImaging - RO-Crate Profile

1. FAIR metadata for Findable data

2. Focus on describing the dataset as a whole:

a. Biological subjects

b. Imaging methods

3. Use ontology terms & provide enough details for human readability

a. Not providing full definitions of terms that exist elsewhere

4. Follow RO-Crate standard requirements, and inspired by BioSchemas

a. Use BioSchema profile properties, though not trying to achieve full 

compliance for definining terms (see 3.a.) 

https://bioschemas.org/BioSample

https://bioschemas.org/Taxon

https://bioschemas.org/LabProtocol

https://www.gide-project.org/ro-crate/search/1.0/profile

https://bioschemas.org/BioSample
https://bioschemas.org/Taxon
https://bioschemas.org/LabProtocol
https://www.gide-project.org/ro-crate/search/1.0/profile


Cumulative count of archive entries

1,379 entries

~40 new entries / month

Will this 

work?

Yes

Ok. So…



~64 different countries provide depositions



Globally shared biodata management

45 years
Genomes 
and sequences

50 years
Protein structures

20 years
Research literature 

40 years
Curated catalogue 

of proteins

10 years
Mass spectrometry

0 years
Imaging??????





Next steps: growing GIDE-bioimaging

▪ Lightweight governance process

▪ Standardising the “GIDE stack”

▪ Expanding to new resources



Thanks!

● Maria Mirza
● Aastha Mathur
● Sudeep Das
● Tiago Lubiana
● Koji Kyoda
● Yuki Yamataga
● Hiroya Itoga
● Damien Goutte-Gattat
● Josh Moore
● + many others!



Euro-BioImaging and Global BioImaging Teams

BioImage Archive Team RIKEN Team (Missing: Yuki Yamagata)

GerBI TeamNational Imaging Facility Team
Microscopy 

Australia Team


