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Interfaces for Image Data Access @ Scale

Remote Clients

Lab & Facility
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Interoperability
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cell image analysis software
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Outreach and Training

.: :. openmicroscopy

MYMF @openmicroscopy

w April 28 - May 12026

OME 2026 Commun ity Meet; ng More pics from the great last week's OMERO workshop organized by
#CRGtraining at CRG Barcelona - R and python scripting on Day2.

The OME 2026 Community Meeting will be held in Dusseldorf, Germany.

W March 27 2026

OMERO Workshop, Harvard University Faculty
Arts and Sciences

Online 1 day demo/workshop on how to use OMERO.

W March 16 -20 2026

IDR and OME-NGFF workshops, EMBL-EBI cours

Online practicals on OME-NGFF and IDR

il . B =Ty
W February 11 2026

OMERO and OMERO.figure Workshop, LCI

Online 2 hour demo/workshop on how to use OMERO and OMERO.figure.

e P —
m December 4 - 5 2025

OMERO workshop, CEITEC, Brno

In-person workshop on imaging workflows in OMERO.

9:23 AM - Nov 13, 2023 - 684 Views

Search: “openmicroscopy events”



OMERO as a Teaching Platform
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g 6 : o : | Africa
Building a collaborative bioimaging community in Africa
New

The African Bioimaging Consortium (ABIC) is a network of life science researchers throughout Africa with an interest in Zealand

and use for microscopy. This community-driven initiative aims to unite the African microscopy community and support the

development of bioimaging across the continent.




Integrated studies

Gene Product
Targeting HCS

Genetic HCS

Geographic HCS

Chemical HCS

Histopathology

3D-Sim

Super-resolution

)

The IDR @ EBI Embassy

*|DR Studies Genes Phenotypes CellLines  siRNAs

Explore

B U1 UV 1 USWaw e = uivas uveLUlIPUUTIURIVITTNIY/ SUTEE!

{88 idr0017-breinig-drugscreen/screenA

[l idr0018-neff-histopathology/experimentA
8 idroo1 9-sero-nfkappab/screenA

] idr0020-barr-chtog/screenA

Bl idr0021-lawo-pericentriolarmaterial/experimentA

B idr0022-koedoot-cellmigration

88 idr0022-koedoot-cellmigration/screenA

{88 idr0022-koedoot-cellmigration/screenB

[l idr0023-szymborska-nuclearpore/experimentA
{88 idr0025-stadler-proteinatlas/screenA

[l idr0026-weigelin-immunotherapy/experimentA
[l idr0027-dickerson-chromatin/experimentA

8 1dr0028-pascualvargas-rhogtpases

88 idr0028-pascualvargas-rhogtpases/screenA
8 1dr0028-pascualvargas-rhogtpases/screenB
8 1dr0028-pascualvargas-rhogtpases/screenC
=] idr0028-pascualvargas-rhogtpases/screenD
88 idr0030-sero-yap/screenA

[l idr0032-yang-meristem/experimentA

{88 idr0033-rohban-pathways/screenA

{88 idr0034-kilpinen-hipsci/screenA

] idr0035-caie-drugresponse/screenA

8 idr0036-gustafsdottir-cellpainting/screenA

{88 idr0037-vigilante-hipsci/screenA

{8l idr0038-held-kidneylightsheet

Bl idr0038-held-kidneylightsheet/experimentA
{8l idr0038-held-kidneylightsheet/experimentB
[l idr0038-held-kidneylightsheet/experimentC
|l idr0040-aymoz-singlecell/experimentA

[l idr0041-cai-mitoticatlas/experimentA

[l idr0042-nirschl-wsideeplearning/experimentA
[l idr0043-uhlen-humanproteinatlas/experimentA
[l idr0044-mcdole-tardislightsheet/experimentA

Cross-data
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Full viewer [f]
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Cell Lines

Added by: Public data
Cell Line
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Added by: Public data

TRIA
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Compound supplementary
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Compound Broad Identifier ot
URL

Tables

bulk_annotations  (linked to

Plate:
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Characteristics H
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Term Source 1
REF:

Term Source 1
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Characteristics |
[Cell Line]:

Term Source 2
REF:

Term Source 2
Accession:

Compound
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Identifier
Short:

Download
local analysis

Thumbnails (of 5D Images)

Experimental
metadata

Biomolecular
annotations

Analysis
results



IDR searcher

0

2o idr.openmicroscopy.org

= e CELL-IDR  TISSUE - IDR ABOUT v
Lo
.¢§" 1 % o : ’ , 25 idr.openmicroscopy.org/search/?key=Gene+Symbol&value=bazla&operator=equals
. 74(';_:‘ ¢ - , .
% B RS ';f’* " . i =
W % 7 5 = CELL - IDR TISSUE - IDR ABOUT =
& gt (o =
P

¥«

n ’ { | Attribute Operator Value
 Date (IDR) is a public re
"Where the community can submi

Gene Symbol v equals ¥ bazla

Search Gene Symbol equals baz1a found 194 images in 8 experiments/screens

O /L ™ » % ID Images Publication Title

v idrO018A 146 Histopathology of mouse knockouts

Choose search field (optional) Images from study: idr0018

.
A ar 5

3022 Images matched baz1[§ ek L o

194 Images Gene Symbol: baz1a

146 Images Human Ortholog Gene Symbol: baz1:

146 Images Genotype: bazla knockout

52 Images Individual: baz1a-14-75 /]\

34 Images Individual: baz1a-14-100

idrOO09A Genome-wide RNAI screening identifies human proteins with a regulatory functio...

30 Images Individual: baz1a-14-99

idrO093A High content genome-wide siRNA screen to investigate the coordination of cell siz...

30 Images Individual: baz1a-14-76

12 Images Original Gene Target: bazla



Interoperability: metadata Exploration

G % bff.allencell.org/fapp?c=index%3A0.25%2Cimage_webclient_url%3A0.25%2CFile+Path%3A0.25%2CThumbnail%3A0.25&source=%7...

2% idr.openmicroscopy.org/study/idr0018/

BioFile Finder

= CELL - IDR TISSUE - IDR
DD = A a
index image_webclient_url | File Path Thumbnail
- Query A~ Bl ge- -

Histopatholog
2 solrce 1 0 https://idr.openmicr... https://idr.openmicr... https://idr.openmicr...
Histopathology raw | 1 https://idr.openmicr... https://idr.openmicr... https://idr.openmicr...
@ = (& different single gene 018-neff-histopathology/ex.. 2 https://idr.openmicr... https://idr.openmicr... https://idr.openmicr...

$2 3

https://idr.openmicr... https:/idr.openmicr... https://idr.openmicr...

Release Date: 2016-05-26 = Browse Data in gl i https://idr.openmicr... https:/idr.openmicr... https://idr.openmicr...
; . https://idr.openmicr... https://idr.openmicr... https://idr.openmicr...
License: CC BY 4.0 ARG neEIS https://idr.openmicr... https://idr.openmicr... https://idr.openmicr.. | Metadata
https://idr.openmicr... https://idr.openmicr... https://idr.openmicr...
@ BioFile Finder g httgs://idr.ozenmicr... httgs://idr.ogenmicr... httzs://idr.ogenmicr... Ehaniies BGB
Sample Type: tissue R | https:/idr.openmicr... https://idr.openmicr... https://idr.openmicr... CataEsolnce or
BioFil erisato W OhEe@BEeg https:/idr.openmicr... https://idr.openmicr... https://idr.openmicr... | File Path https:/idr.openmicroscopy.org/
Organism: Mus musculus beldulis Idaded from https:/idr.openmicr... https://idr.openmicr... https://idr.openmicr.. webclient/img_detail/1913109/
Imals can be selecté https://idr.openmicr... https://idr.openmicr... https:/idr.openmicr.. = Gene Annotation  Gene Identifiers and Symbols:
Study Type: histology https:/idr.openmicr... https:/idr.openmicr... https://idr.openmicr.. | Comments Mouse, GRCm38.p4, Ensembl
https://idr.openmicr... https://idr.openmicr... https:/idr.openmicr... mouse release 84, Mar 2016
Imaging Method: bright-field https://idr.openmicr... https://idr.openmicr... https:/idr.openmicr... :Eg::riig:zZZSM?S;g;gl
, https://idr.openmicr... https://idr.openmicr... https://idr.openmicr... ; '
LURA S https://idr.openmicr... https://idr.openmicr... https:/idr.openmicr... el
P P P P P p
| | https://idr.openmicr... https://idr.openmicr... https://idr.openmicr., |~ Geneldentifier — ENSMUSG00000071553
Copyright: Frauke Neff and Jean-Karim To download original https:/idr.openmicr... https://idr.openmicr... https://idr.openmicr... | Gene Identifier URL http:/www.ensembl.org/id/ENS
Heriche https://idr.openmicr... https:/idr.openmicr... https://idr.openmicr... MU5G00000071553
For more download o https.//idr.openmicr... ~https.//idr.openmicr... https.//idr.openmicr... | Gene Symbol Cpa2
seathe DR Data do https://idr.openmicr... https://idr.openmicr... https://idr.openmicr.. Genotype Cpa2 knockout
Annotation File: idr0018- 1 1 R TRT—— Jes
899 files

experimentA-annotation.csv

Total Files
Selected

ldr.openmicroscopy.org & bff.allencell.org

Unique Files
Selected



A changing landscape
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OME-Zarr

Dataset

1TB

Chunked Data for Global Remote Access

Resolution Levels Chunk

0.3GB 1MB

Downsamplings

0.3GB

Full
resolution

10GB

+ Metadata: data about
the data



How did the existing ecosystem adjust?



IDR searcher

2024 NGFF Challenge About

422.89 TB of public bioimage data in the next major version of OME-Zarr, including Zarr v3 and sharding, with distributed hosting.
Filter by Name or Description

= IDR Biolmage Archive - JAX %, Webknossos 4 Crick NFDI4BIOIMAGE SSBD
= (23.84 TB) (40.40 GB) (81.48 TB) oJ (31547 TB) (10.05 GB) - 200TB) (59.78 GB)

Filter by: Showing 64 out of 15305 images

Dimension Count
IMG_2151-2250 Atha

Clevea hyalina idr0157 Peters Bryophy
, Data from collection id
Imaging Modality ‘
Sort by: Image size: T:1 C:3 Z:
Data size: 15.31 GB

IMG_0684-0763 Ath:
=% idr0157 Peters Bryophy

¥ Data from collection id

IDR searcher

Data
Image size: T:1 C:3 Z: indexing

Data size: 24.49 GB | Data source

IMG_2251-2350 Atha

idr0157 Peters Bryophy -

. Data from collection id
@ ¢ o Elasticsearch cluster

Image size: T:1 C:3 Z:
Data size: 15.53 GB

IMG 1351-1450 Athalamia hyalina var. suecica thallus with air pore cross section (40x DIC).ome.zarr



What about OMERO & Bio-Formats?




Open Standard Formats




OME-Zarr workflow for IDR

on-the-fly
tfranslation

Conversion
bioformats2raw

Local storage .




OME-Zarr workflow for IDR

on-the-fly
translation
-
4 == |DR
— I—

Conversion -
i -

Upload
Local storage . I




Collection of "Web symbolic" links
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CLI
omero zarr import https://livingobjects.ebi.ac.uk/idr/zarr/ve.4/1dre@79A/i1dro@79 images.zarr

Web

[l omero_cli_zarr _register 1
|| test-zarr-normal-ir

Create new
cat.ome.zarr

METADATA.ome
METADATA.ome Delete
';J test_floats Move to Group...

| ] test zarr ome.xml

Edlt @ Webclient X & OMERO Zarr Import X +

C 2% merge-ci.openmicroscopy.org/web/zarr/import/?dataset=21519

Import OME-Zarr

Import OME-Zarr data from a public URL into Dataset: will_testing
e.g. https://storage.googleapis.com/jax-public-ngff/fexample_v2/LacZ ctrl.zarr

Change Owner...
L test_zarr v2 ! Enter public OME-Zarr URL

L will_testing 1
[;jwill with_zarr-pythe Rendering Settings... » |
B /uod/idr/filesets/idl [, Open With... N

B /uod/idr/filesets/idrO0TT-thorpe-Dad4d/201508 OMERO.iviewer
B /uod/idr/filesets/idr0011-thorpe-Dad4/201508

B /uod/idr/filesets/idr0011-thorpe-Dad4/201508

B /uod/idr/filesets/idr0011-thorpe-Dad4/201508

B /uod/idr/filesets/idr0011-thorpe-Dad4/201508 import OME-Zarr
B3 /uod/idr/filesets/idr0011-thorpe-Dad4/201508

B /uod/idr/filesets/idr0011-thorpe-Dad4/20150826-pete




C °s biongff.github.io/biongff-viewer/?source=https://uk1s3.embassy.ebi.ac.uk/idr/zarr/v0.3/idr0079A/9836998.z... ¢ e T} Y, @ Relaunch to update :

OMERO Fiev ROIs~ Help~ idr0079 Layers

- g 2211 65 %
Source 0O

Reset view



https://github.com/ome/omero-iviewer
https://github.com/BioNGFF/vizarr

& OMERO.figure - OME-Zarr de X o+

°s ome.github.iofomero-figure/?file=https://gist.githubusercontent.com/will-moore/75a7f0de5be0f7b4202d5f0229cadcc9/raw/ngff_images_fi... ¢

OMERO File v Edit v  Help ~ [Save OME-Zarr demo

Info Preview Labels

[Image.name]

H2B-eGFP Chick Embryo image

{
Export as JSON

The current Figure is entirely defined by the JSON data below.
"pixel_size_x_symbol": "um",
"pixel_size_x_unit": "MICROMETER",
"rotation_symbol": "°"
"max_export_dpi": 1000,
"vertical_flip": false,
"horizontal fli
Imageld":
‘https://livingobjects.ebi.ac.uk/idr/zarr/v0.4/idr0062A/6001240.zarr",
naneemig
"sizeZ": 236,
"theZ": 118,
"sizeT": 1,
"theT": O,
"channels": [

{



https://github.com/ome/omero-figure/releases/tag/v8.0.1.rc2

Connecting resources

y
(@)
é!l.
PA
O]
(]
9)
0
80

& Chrome File Edit View History Bookmarks Profiles Tab Window Help © Tue6Jan 15:27

Load ome.zarr Image with |a X +

- - 25 workflowhub.eu/workflows/495 bl Relaunch to update :

dyWorkflowHub Q Browse ~ 4 Create ~ O About v @Help~ EWMyltems  J Jean-Marie Burel ~

{} Load ome_zarr Image With Iabels fr‘om () View on GitHub ] Unsubscribe Download RO-Crate Add to collection ~
public S3 repositories, analyze in parallel P Addrow ~ || @ Actions -
using Cellpose and compare results verion:

Overview il Files £= Related items

Workflow Type: Unrecognized workflow type % Creators and Submitter

Creators

(] Z q r r Learnmg objectlves ‘L Jean-Marie Burel, Petr Walczysko

Read data to analyse from an object store. Submitter

Analyse data in parallel using Dask. ‘L Jean-Marie Burel
Show how to use public resources to train neural network.
Load labels associated to the original data

Compare results with ground truth. Discussion Channel

The authors of the PLOS Biology paper, "Nessys: A new set of tools for the automated detection of nuclei within intact tissues and dense 3D cultures" published in )
August 2019: https://doi.org/10.1371/journal.pbio.3000388, considered several image segmenation packages, but they did not use the approach described in this Open in Colab

notebook.

We will analyse the data using Cellpose and compare the output with the original segmentation produced by the authors. Cellpose was not considered by the Citation i Copy
authors. Our workflow shows how public repository can be accessed and data inside it used to validate software tools or new algorithms.

We will use a predefined model from Cellpose as a starting point. Burel, J.-M., & Walczysko, P. (2023). Load
ome.zarr Image with labels from public S3
repositories, analyze in parallel using Cellpose
and compare resuits. WorkflowHub.
https://doi.org/10.48546/WORKFLOWHUB.WOF

Launch

This notebook uses the environment.yml file.

BT I N o M —



https://workflowhub.eu/workflows/495

Thanks to the OME Community

https: / /www.openmicroscopy.org /teams
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