The number of differentially expressed genes

~N
o

800
P-value < 0,01 F-value <001

P-value < 0.01 1

3

N @
@ o

600

o
o

400

(E-distance)
~
o

(Wilcoxon method)
o
o

200

The distance from control group

N
3

|
T N

%om ..

g
o

P-value < 0.01

P-value <0.01
[ —

P-value < 0.01
|

0.01 0.1 1.0 10.0 0.01

Compound dose -(uM)

Quisinostat

300

0|IIIIIIll..------------_-_

1 K562_0.1uM .
1 K562_1uM .
562_0.01uM .

1 K562_10uM .

m A549_1uM .
m A549_10uM . I

m A549_0.01uM .

m A549_0.1uM . I
mVICF7_0.01uM .
MCF7_0.1uM
mm MCF7_10pM
mmm MCF7_1uM

500 0

Intersection size

Total size

Quisinostat
The most enriched GO terms

cadherin binding

oxidoreductase activity, acting on. o o
chemorepellent activity

serine transmembrane transporter activit...
semaphorin receptor binding
platelet-derived growth factor receptor...
peroxidase activity e o

oxygen carrier activity e o o o

oxygen binding

iron ion binding

haptoglobin binding e o o o

antioxidant activity

neutral amino acid transmembrane...
tubulin binding

transcription coregulator binding
transcription coactivator binding

GeneRatio

GO term

structural constituent of muscle -log10_p.adj
structural constituent of cytoskeleton 4
nuclear receptor activity 3
ligand-activated transcription factor ac. 5

disordered domain specific binding
cell~cell adhesion mediator activity

cell adhesion mediator activity
extracellular matrix structural constitu...
endopeptidase regulator activity
calcium-dependent protein binding
ATPase regulator activity
adenyl-nucleotide exchange factor activi...

S PSS eSS
S Y DY ICSRY
Y4 7 v’ 7 A 7
@%; @9@ ?{,va@,/ bé),/@@"l/ »{33% d(\/ C5<

0.1 1.0
Compound dose (uM)

'F

C 0.65 (0.6
' 2
° S
o T 060
° £
=3
®
2 055
2
§ S
8 % 050 o
o 2 _—(0.50)
° o ~
N c ~
: g 045 -
° o) .
g =3 _(043)
5 040 //
:E
0.35] o (0.34)
10.0 0.01 0.1 1 10
Compound dose (uM)
Patupilone
150
Intersection size
0 H =
| MCF7_0.01uM
| A549_10uM
| K562_10uM
| K562_1uM
| K562_0.1uM
| K562_0.01uM
1 MCF7_1uM
1 MCF7_0.1uM
1 A549_1uM
Il A549_0.1uM °
[ MCF7_10uM ~ @
BN A549 0.01uM @
100 0
Patupilone
The most enriched GO terms
protein kinase C binding
kinesin binding
cadherin binding °
polyubiquitin modification-dependent pro.
plus—end-directed microtubule motor acti...
peroxidase activity
oxygen carrier activity
oxygen binding
oxidoreductase activity, acting on.
nucleosome binding
nucleosomal DNA binding GeneRatio
E nitric-oxide synthase binding
Qo neutral amino acid transmembrane...
o molecular carrier activity
[0} microtubule motor activity
microtubule binding [
K63-linked polyubiquitin modification-de...
ionotropic glutamate receptor binding -log10_p.adj
histone deacetylase binding 4
haptoglobin binding 3
growth factor activity
glutamate receptor binding 2
ferrous iron binding
ferric iron binding
disordered domain specific binding
death receptor activity
cell-cell adhesion mediator activity
carbon-oxygen lyase activity
cadherin binding involved in... .
ATP hydrolysis activity
R
& PR A
R < <
O 7
P F Y ¢ ¢




