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Title: Characterizing the molecular regulation of inhibitory immune checkpoints with multimodal single-cell screens

Author: Efthymia Papalexi
Publication Date: 2021
Array or Pool: Pool
Modality : RNA+Protein
Model Description: THP-1
Perturbation Impact: Inhibition
Raw_CellNums: 20729

Filter GeneNums: 18649
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Corresponding Author: Rahul Satija
NCBI Accession: PRINA641353
Organisms: Homo sapiens
invitro

Invivo or Invitro :

Perturbation Type: Genetic

Journal : Nature Genetics
GSE_ID: GSE153056

MultiModal: YES
Model: Cell line

Perturbation Description: CRISPRKO

Combination: NO QC: Pass
Filter Cell Nums: 18417 Raw_GeneNums: 18649
Raw_PerturbationNums: 25 Filter PerturbationNums: 25
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