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Obtain studies using
single cell CRISPR screening platform 

H5ad format
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GEO, Zenodo
Figshare
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RNA-seq+Protein: 5, 166907, 327
ATAC-seq: 23, 22471, 41

RNA-seq: 92, 4406128, 16550

RNA-seq+ATAC-seq: 
2, 125942, 335

ORF overexpression: 11, 712946, 1689

CRISPRKO: 22, 290656, 535

CRISPRi: 58, 2355261, 13772

Chemical treatment: 21, 982117, 629

CRISPR base editing: 2, 148209, 195

CRISPR knock in: 3, 15432, 66
CRISPR RNAi: 1, 17645, 28
CRISPRa: 4, 199182, 339
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