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Factor: IRF3; motif: NNRRAANGGAAACCGAAACYR
Factor: IRF-4; motif: NCGAAACCGAAACYN; match class: 1

Factor: IRF-2; motif: NAAANNGAAAGTGAAASTRN
Factor: IRF1; motif: NNNYASTTTCACTTTCNNTTT

Factor: IRF-8; motif: NCGAAACCGAAACYN; match class: 1
Factor: IRF-9; motif: NYGAAACYGAAACYN

Factor: IRF-2; motif: NGAAASYGAAAS; match class: 1
Factor: IRF-3; motif: RAAARGGAAANNGAAASNGA

Factor: IRF7; motif: NCGAAARYGAAANT
Factor: IRF-4; motif: NYGAAASYGAAACYN; match class: 1

Factor: IRF-3; motif: NGGAAACNGAAACCGAAACN
Factor: IRF-7; motif: TNSGAAWNCGAAANTNNN; match class: 1

Factor: IRF-2; motif: NAANYGAAASYR; match class: 1
Factor: STAT2; motif: RRGRAANNGAAACTGAAAN

Factor: IRF-8; motif: NCGAAACYGAAACYN; match class: 1
Factor: STAT2; motif: NRGAAANNGAAACTNA; match class: 1

Factor: IRF8; motif: NCGAAACCGAAACT
Factor: IRF; motif: RRAANTGAAASYGNV; match class: 1

Factor: IRF-8; motif: NCGAAACYGAAACYN
Factor: IRF-8; motif: NYGAAASYGAAACYN; match class: 1

Factor: IRF-4; motif: NCGAAACCGAAACYA
Factor: IRF-5; motif: NCGAAACCGAAACY

Factor: ISGF-3; motif: CAGTTTCWCTTTYCC
Factor: IRF-3; motif: NGGAAACNGAAACCGAAACN; match class: 1

Factor: IRF-7; motif: NCGAAANCGAAANYN
Factor: IRF-5; motif: NYGAAACCGAAACY

Factor: IRF-7; motif: NCGAAANCGAAANYN; match class: 1
Factor: IRF-4; motif: NCGAAACCGAAACYA; match class: 1

Factor: ICSBP; motif: RAARTGAAACTG
Factor: STAT2; motif: NRGAAANNGAAACTNA

Factor: IRF-5; motif: NYGAAACCGAAACY; match class: 1
Factor: IRF-4; motif: KRAAMNGAAANYN

Factor: IRF-9; motif: NCGAAACYGAAACYN
Factor: IRF-2; motif: NGAAASYGAAAS

Factor: IRF; motif: RRAANTGAAASYGNV
Factor: IRF8; motif: NCGAAACCGAAACT; match class: 1

Factor: IRF-4; motif: NCGAAACCGAAACYN
Factor: IRF-8; motif: NYGAAACYGAAACTN; match class: 1

Factor: IRF5; motif: CCGAAACCGAAACY
Factor: IRF-1; motif: NAAANNGAAASTGAAASNRN

Factor: IRF-7; motif: TNSGAAWNCGAAANTNNN
Factor: IRF; motif: NNGAAANTGAAANN; match class: 1

Factor: IRF-8; motif: NYGAAASYGAAACYN
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