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cNepsc ‘ Blue-Cloud?2026 Ecosystem workbench within the BlueCloud environment
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N EO0SC | Blue-Cloud2026 Live Demonstration
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N EO0SC | Blue-Cloud2026 EPHALOPOD Summary Output PDF

Detai Ied S u m mary fo r u Ser Input description:

For the following run: cephalopod_run . .
Only contains output that passed the quality checks: TRUE

The following parameters are related to the biological sample selection:
— Minimum number of sample per species: 50

— Depth range of the samples: 0 to 200 m
Document description:
- Time range of the samples: 1950 to 2020
The present .pdf file provides detailed information related to the analysis in— and outputs. The input description
displayed hereafter correspond to the user-defined parameters related to the biological sample selection
criteria, the type of data used in the analysis and the choices for algorithm training. They are common to all
considered species. The outputs are displayed at the species level, in form of graphical outputs for each pipeline . .
steps, and only including those passing the embedded quality checks. The graphical outputs provide information The following parameters are refated to the type of data used:
concerning:
- The biological and environmental data location, selection, and importance in the observations.
- The environmental variable importance in the model training.
— The spatial projections and uncertainties
- The biological response to each environmental variable in form of partial dependency plots
Depending on the user selection, a selection of diversity projections across species can be displayed at the end
of this document. It only considers species passing the quality checks. ‘
The following parameters are related to the algorithm training:

- Type of raw data query from the data access service: ./data/test_input/test_input.csv

- Type of raw data considered in the analysis (after eventual transformation of the raw data): presence_only

A

Please note that the Bluecloud2026 Ecosystem Workbench development team did its best to provide a habitat
modelling pipeline, including the latest advances and quality checks in this field of research, and quality
assessment guidelines to a large audience. The interpretation of the results and final quality assessment is up to
the user, however.

— Number of splits for the cross—validation folds: 3
- Type of cross—validation performed: lon
- Hyperparameter grid size: 3

— Compute an ensemble model: TRUE




EPHALOPOD Summary Output PDF
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N EeO0SC | Blue-Cloud2026 Application: Projections of hotspots of diversity change
MAPMAKER.ethz.ch

RCP8.5 2100
Total Plankton Phytoplankton Zooplankton

seo T TN

00 02 04 08 08 10

RCP2.6 2100
Total Plankton Phytoplankton Zooplankton

00 ©2 04 08 0B 10


https://mapmaker.ethz.ch/

@bluedoudeu blue-cloud org

et Funded by
the European Union

-t
e




	Diapositiva 1: Ecosystem Workbench for Ecosystem-level EOVs
	Diapositiva 2: Objective
	Diapositiva 3: Ecosystem workbench within the BlueCloud environment  
	Diapositiva 4: Workflow
	Diapositiva 5: Workflow
	Diapositiva 6: Live Demonstration 
	Diapositiva 7: Summary Output PDF 
	Diapositiva 8: Summary Output PDF 
	Diapositiva 9: Output:  EBVs
	Diapositiva 10: Application: Projections of hotspots of diversity change 
	Diapositiva 11

