Scholz-Kornehl S 2016 Figure 1-b D2R1/D2R1 —_ -36.46 [ -64.78, —-8.13
Scholz-Kornehl S 2016 Figure 1-c D2R1/D2R1 —— —-35.45[-56.88 , -14.03
Scholz-Kornehl S 2016 Figure 1-d D2R1/D2R1 —— : -54.47[-74.12 ,-34.81
Scholz-Kornehl S 2016 Figure 1-e D2R1/D2R1 —_— -31.32[-65.89, 3.24
Scholz-Kornehl S 2016 Figure 1-e D2R1;elav-Gal4 —a— : -32.89 [ -49.51 , -16.27
Scholz-Kornehl S 2016 Figure 1-e D2R1;D2R-cDNA _ -41.27[-77.10, -5.45
Scholz-Kornehl S 2016 Figure 1—f D2R1;D2R-cDNA —— : -49.42 [-67.60 , -31.24
Scholz-Kornehl S 2016 Figure 1-f D2R1;D2R-cDNA —— : -44.66 [ -64.31, -25.01
RE Model < ! -41.88 [ -49.58 , —34.18
Scholz-Kornehl S 2016 Figure 1-b D2R2/D2R2 —_ -32.96 [ -61.56, —4.35
Scholz-Kornehl S 2016 Figure 1-c D2R2/D2R2 —_: -34.37 [-66.13 , -2.60
RE Model — -33.59[-54.85, -12.33
Scholz-Kornehl S 2016 Figure 1-d elav-Gal4;D2R-RNAI I — -45.05 [ -69.28 , —20.82
Scholz-Kornehl S 2016 Figure 1-d D2R1;elav-Gal4;D2R-RNAI —— -47.27 [ -66.25 , —28.29
RE Model e -46.43 [ -61.37, -31.49
Scholz-Kornehl S 2016 Figure 1-c D2R1/D2R2 —_ -38.55[-66.10, -11.01
FE Model —_— -38.55[-66.10, -11.01
Scholz-Kornehl S 2016 Figure 1-c D2R1/BCS —y -35.17 [ -57.45,-12.88
FE Model —_— -35.17 [ -57.45, -12.88
Scholz-Kornehl S 2016 Figure 1-c D2R2/BCS —_— -41.40[-69.18 , -13.62
FE Model —_— -41.40[-69.18 , -13.62
RE Moqggterogeneity (Q?: 5.6171 > -41.29[-47.25,-35.34]
Heterogeneity p—value= 0.9752
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