
    A  GO:0007169 − transmembrane receptor protein tyrosine kinase signaling pathway

cor = 0.48
q−val = 1.40e−03
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    B  GO:0030334 − regulation of cell migration

cor = 0.58
q−val = 6.68e−04
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    C  GO:0003013 − circulatory system process

cor = 0.48
q−val = 1.67e−03
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    D  GO:0007517 − muscle organ development

cor = 0.5
q−val = 1.67e−03
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    E  GO:0022600 − digestive system process

cor = 0.54
q−val = 8.79e−04
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    F  GO:0045664 − regulation of neuron differentiation

cor = 0.51
q−val = 4.86e−03
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    G  GO:0046879 − hormone secretion

cor = 0.46
q−val = 2.65e−03
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    H  GO:0008543 − fibroblast growth factor receptor signaling pathway

cor = 0.43
q−val = 4.84e−03
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    I  GO:0005104 − fibroblast growth factor receptor binding

cor = 0.44
q−val = 4.44e−03
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    J  GO:0005501 − retinoid binding

cor = 0.46
q−val = 4.79e−03
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    K  GO:0010942 − positive regulation of cell death

cor = 0.53
q−val = 5.96e−04
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    L  GO:0062023 − collagen−containing extracellular matrix

cor = 0.54
q−val = 5.96e−04
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