A IPR030714 - Protocadherin—18
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B IPR0O00532 - Glucagon/GIP/secretin/VIP
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C IPR041381 - Jakl, pleckstrin homology-like domain
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D IPR034879 — Mitogen—activated protein kinase kinase kinase 2/3, PB1 domain
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E IPR002278 — Melatonin receptor 1A/1B
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F IPR0O34277 — Ephrin type—A receptor 5, ligand binding domain
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G IPR042999 - Beta—catenin—interacting protein 1
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H IPR001065 — Muscarinic acetylcholine receptor M2
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| IPR0O01003 — MHC class IlI, alpha chain, N—-terminal
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J IPR028104 - Protein of unknown function DUF4553
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K IPR027882 — Domain of unknown function DUF4482
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L IPR022582 — Transcription factor, T—box, region of unknown function
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