Response plot of commensal against Pst colonization

Residual plot of commensal against Pst colonization

Density plot of sum of residuals

10 1 41 0.6 1
[
94 ° >,
o o CJ
8- ° o & ’.‘r i
(%2} o0
o | 0.41
= (J
[ 7 o0 © .: [ ) >
'; i .. [ ** .} ¢ 4(?;
o [ ]
g P ® .‘ < ° ' o .. [ ] %
5 6 e . o g
%) L4 o Yoo ® o0
a °® e o0 % © 0.21
@) ° ‘;’ . ° . .
51 oo o7 ¢ oe ‘o °
N .. o © .' .. [ ]
3 T T T T T T 1 -4 T T T T T T | 0.0 T T T
3 4 5 6 7 8 9 10 3 4 5 6 7 8 9 10 -4 -3 -2 -1
Predicted values Predicted values Sum of ReS|duaIs
Response plot of eveness with non—detected strains agal Residual plot of evenness with non—detected strains agai Density plot of sum of residuals
101 41 0.6
94 - 31
@ ..
& 21
8 1 ° Sl Se
§ % g ® 0.4
[ 4 o w 17
] [ J 2
> 71 g =
e ce %00 ¢ ?"08" = D
(<)) o O (L) $ ° 8 0 [
> ° ° % ¥ e oo, ° o S
() 6' L] ° . [ ] o) ©
) % ° ° o @ .
-8 % ° .o [ .. (3 ] 0.2
5 - ...‘*.. -4 o o ‘ )
@
[ )
[
4' _3_
[ J
3 T T T T T T 1 _4- T T T T T T 1 OO T T T
3 4 5 6 7 8 9 10 3 4 5 6 7 8 9 10 -4 -3 -2 -1
Predicted values Predicted values Sum of ReS|duaIs
Response plot of eveness in complete communities agait Residual plot of evenness in complete communities agair Density plot of sum of residuals
10 1 41 0.6 1
9 31
° ° °
s o ° 2. °
n 8] o . ®
(O] ° ° [ ] o0 P 0.4 1
= . %! 000.5'. o 1 " . “‘ o o
S 7. ° 0] .. .‘ [ ’ [ 4 e , "?
3 ° o o o, 3 o L % 2—’- .‘.' bl 2
b e ° ° o 1 . < P °
o ® %08 % oo o w®
o [ F 4 Y ° ° o ° 0.2 1
51 ° 0 s° -2 o * *
o0 .
L)
44 ¢ -3
3 T T T T T T 1 -4 T T T T T T | 0.0 T T
3 4 5 6 7 8 9 10 3 4 5 6 7 8 9 10 -4 -3 -2 —1
Predicted values Predicted values Sum of Re5|duals
Response plot of weighted mean phylogenetic diversity a Residual plot of weighted mean pairwise distance in com Density plot of sum of residuals
10 1 41 0.6 1
o1 [ ]
(] ...
g ° l.o :.o
7 [ ]
3 Y s 0.41
= o ‘ o 0 »
o ] ° ’ [ ] —_
> 7 PY e® o & Qo0 [ 2
S PY . % o \." ° 3 g
Q o 9% *, %, ° o
Y [ (%} )
g 61 ° ®e ° .o.' L& .l. et e ° ¥ o
8 [ J ¢ ... .. d
O oo N ®® o - 0.2 1
> ‘e °® "o o
[ ]
4l ® o °
3 T T T T T T 1 _4 T T T T T T 1 OO T T
3 4 5 6 7 8 9 10 3 4 5 6 7 8 9 10 -4 -3 -2 —1
Predicted values Predicted values Sum of Re5|duals
Response plot of weighted mean phylogenetic diversity a Residual plot of weighted mean pairwise distance in com Density plot of sum of residuals
107 4 1 0.6 1
9 31
° ° °
° o °* 21 i
g ° 'Y * e 0.4
&) o © o0 41
S o ® P o 11 °s ° . °
© d > LI o ® d (ST A °
7+ < ] ° >
% o o 2 % .’r.' 3 o ..o o % o, .‘*I * 5‘0 d @
D ° ® e ®
% 61 o ° .’.. ° ° o © * é S :‘ ':5.: ° e o i S
a8 o, o &, s o ° —14 *ed ° e oo © ¢
o) ° S % ° i e o 0.21
51 o % %% o° o © °
-2 4 o
:. ... ® o
44 >
_3.
3 T T T T T T 1 _4 T T T T T T 1 OO T T T
3 4 5 6 7 8 9 10 3 4 5 6 7 8 9 10 -4 -3 -2 -1
Predicted values Predicted values Sum of Re5|duals
Response plot of faith's diversity of incocula against Pst ¢ Residual plot of faith diversity of incocula against Pst colc Density plot of sum of residuals
10 1 41 0.6 1
9.
[ ]
81 ° o..
s . S0 ‘e 0.4
g 7. ° ° ® % o0 .o."s ¢ E 2
= d o 32 % | Plag ° 2 ‘B
2 . © 0% ot et T2 . B 2
T 61 oo o oo © o o k=
n r ° : (1) [ ] PP o
o L, e o0’ '; 0.2
o7 : £+ ¥ o
® %
4.
° o °
3 T T T T T T 1 _4 T T T T T T 1 00 T T T
3 4 5 6 7 8 9 10 3 4 5 6 7 8 9 10 -4 -3 -2 -1
Predicted values Predicted values Sum of ReS|duaIs
Response plot of faith diversity in complete communities Residual plot of faith diversity in complete communities a Density plot of sum of residuals
101 4 1 0.6 1
9 37
[ ]
8- * : 2' ) *
(%] [ ]
) e 2550 © ° ° %o ° 0.4
c_:U ° 0.:. .'o e’ o 1 « % e PO °
> 7 ° ° S ° s '..J : =
3 ® . 8 %e° 3 o 40_3_3 4 a0 ?‘ o ° - @
= ° o
% 61 o o %o % © ° 3 % 3 o: ..". * ¢ ‘. < 5
%) ° °® Y e -1 o ) °
o o ‘p e o ° °
O  Nab/ ° ° ' ° 0.2
54 ° o e _~teo e o o e o
[ [ -2 4
[ ] o0 [}
® % o
4 1 _3_
3 T T T T T T 1 _4 T T T T T T 1 OO T T T
3 4 5 6 7 8 9 10 3 4 5 6 7 8 9 10 -4 -3 -2 -1

Predicted values

Predicted values

Sum of ReS|duaIs



