a

Strain

b

Leaf76 - Leaf76 -
Leaf68 - Leaf68 -
Leaf15- Leaf15-
Leaf371 - Leaf371 -

Leaf337 - Leaf337 - I
Leaf226 - Leaf226 -
Leaf361 - Leaf361 -
Leaf314 - Leaf314 -
Leaf203 - Leaf203 -
Leaf220 - Leaf220 -
Leaf380 - Leaf380 -
Leaf416 - Leaf416 -
Leaf289 - Leaf289 -
Leaf182 - Leaf182 -

Leaf70 - Leaf70 -
Leaf168 - c Leaf168 -

Leaf32 - = Leaf32-

Leaf21 - O Leaf21- .
Leaf176 - ¢ Leaf176- Relative Feature
Leaf466 - Leaf466 -

Leaf122 - Leaf122 - Importance
Leaf454 - Leaf454 - 100
Leaf183 - Leaf183 -

Leaf354 - Leaf354 -

Leaf88 - Leaf88 - 75
Leaf339 - Leaf339 -

Leaf126 - Leaf126 - 50
Leaf189 - Leaf189 -
Leaf225 - Leaf225 -
Leaf254 - Leaf254 - 25
Leaf405 - Leaf405 -
Leaf82 - Leaf82 -
Leaf161 - Leaf161 - 0
Leaf187 - Leaf187 -
Leaf299 - , , , , Leaf299 - , , , } , , |
L L L L L L
r 5 o = r 3 ¥ 3 g 3 © 3
O] (O] O] (O] (O] (O]
Classification Regression Presence/ Colgnl Presence/ Colpnl
Absence zation Absence zation
Presence/Absence Classification Regression
Algorithm / Feature Matrix Algorithm / Feature Matrix

Figure 6: Relative feature importance of trained machine learning algorithms. Medians of the

relative feature importance calculated across eight seeds per algorithm; strains are ordered according to their
median relative importance across all analyses. A. Relative feature importance derived from algorithms

trained on the median of pathogen colonization for each treatment. B. Relative feature importance derived from
algorithms trained on pathogen colonization of individual plants. Abbreviations: RF, random forest;

GMLNet, elastic net regularized generalized linear model.



